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Section A
Answer any 8 (2 marks each)

C-value paradox

Retrotransposons

Stern’s experiment

Lethal mutation

Rolling circle replication

Chloroplast genes

What is BanklIt?

Which are the two basic methods used in the construction of phylogenetic trees?
Define gap penalty.

What is the use of BLAST?

What is the purpose of DNA Microarrays?
What is meant by metabolome?

(2x8=16)

Section B

Answer any 7 (5 marks each)
Sex limited and sex influenced characters in humans
Brief on nucleosome model
Brief on interrupted genes in eukaryotes
Mapping with molecular markers.
What is histone code hypothesis?
Brief on epigenetics of yeast
Briefly describe temperature dependant plasticity.
Discuss the role of molecular structure databases in modern research.
Write notes on Protein structure databases.

What is the importance of a scoring matrix in inferring molecular phylogeny?

(5x 7 =35)
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Section C
Answer any 2 (12 marks each)

Comment on unique and repetitive sequences with a mention on satellites.

Describe the fine structure of DNA with a mention on its alternative forms.

Describe the molecular organization of chromosomes

Give the methodology of deciphering evolutionary relationships from molecular
sequence data.

(12 x 2 = 24)



